ABSTRACT Bacterially produced histamine in food can be a cause of food poisoning. The whole-genome sequence is described for one histamine-producing Enterobacter kobei 42-12 isolate from the edible portion of salted, dried fish.
largest contig was 884,448 bp), a 54.86% GC content, and a 451,239-bp N 50 value. The genome coverage was 49ϫ. The assembled data were assessed using QUAST v. 2.3 (14) with default parameters. Genome annotation was conducted with the NCBI Prokaryotic Genome Annotation Pipeline (PGAP) at the National Center for Biotechnology Information (NCBI) (15) . The present study will help uncover genes related to histamine production.
Data availability. The assembled genome sequence was registered in GenBank under the accession number BJEX00000000. The raw sequence reads have been deposited in the NCBI Sequence Read Archive (number DRR165933) and under the BioProject number PRJDB7859.
